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1 <110> APPLICANT: Vreeland, Valerie 

2 Ng, Kwan L. 

3 The Regents of the University of California 

4 <120> TITLE OF INVENTION: Recombinant Vanadium Haloperoxidases and Their Uses 

5 <130> FILE REFERENCE: 02307O-087100US 

6 <140> CURRENT APPLICATION NUMBER: 09/840, 762A 

7 <141> CURRENT FILING DATE: 2001-04-23 

8 <150> PRIOR APPLICATION NUMBER: 09/151,189 

9 <151> PRIOR FILING DATE: 20pl-04-23 . . 

10 <160> NUMBER OF SEQ ID NOS : 11 

11 <170> SOFTWARE: Patentln Ver. 2.0 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 2931 

15 <212> TYPE: DNA . 

16 <213> ORGANISM: Fucus distichus 

17 <220> FEATURE: . 

18 <221> NAME/KEY: CDS 
.19 <222> LOCATION: ( 228 )..( 2258 ) 

20 <223> OTHER INFORMATION: vanadium bromoperoxidase 

21 <400> SEQUENCE: 1 
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147 630 635' 640 v 

148 acc gga gag gtc ate aaa ctt ttc cag gac ggg aca ttc tec ate gat 2204 

149 Thr Gly Glu .Val He Lys Leu Phe Gin Asp Gly Thr Phe Ser He Asp 
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151 gga gat atg tgt tec ggt ttg gtt tac act ggc gtg gcg gac tgc cag 2252 

152 Gly Asp Met Cys Ser Gly Leu Val Tyr Thr Gly Val Ala Asp Cys Gin 

153 .660 665 670 ., 675 
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167 acegcaaaat ggegatagat attccc 2931 
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171 <212> TYPE: PRT 
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Asn 


189 






115 




. . 120 






125 








190 


Ser 


Asp 


Asp 


Ala Leu 


Asp Pro Thr Ala 


Pro 


Asn Arg 


Arg 


Asp 


Asn 


Val 


191 




130 






135 




140 










192 


Ala 


Phe 


Ala 


Ser Arg 


Arg Asp Ala Ala 


Arg 


Arg Glu 


Arg 


Asp 


Gly 


Thr 


193 


. 145 








150 




155 








160 


194 


Gly 


Thr 


Val 


Cys Gin 


He Thr Asn Gly 


Glu 


Thr Asp 


Leu 


Ala 


Thr 


Met 


195 






165 




170 








175 




196 


Phe 


His 


Lys 


Ser Leu 


Pro His Asp Glu 


Leu 


Gly Gin 


val 


Thr 


Ala 


Asp 


197 






180 


185 








190 
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198 
199 
200 
201 
202 

203 225 
204 
205 
206 
207 
208 
209 
210 
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Asp Phe Ala He Leu Glu Asp Cys lie Leu Asn Gly Asp Phe Ser He 

195 200 205 

Cys Glu Asp Val Pro Ala Gly Asp Pro Ala Gly Arg Leu Val Asn Pro 

210 215 . . 220 

Thr Ala Ala Phe Ala He Asp He Ser Gly. Pro Ala Phe Ser Ala Thr 
230 235 240 



Thr He Pro Pro Val Pro Thr Leu Ser Ser Pro Glu Leu Ala Ala Gin 

245 250 255 

Leu Ala Glu Leu Tyr Trp Met Ala Leu Ala Arg Asp Val Pro Phe Met 

260 -265 270 

Gin Tyr Gly Thr Asp Glu lie Thr Thr Thr Ala Ala Ala Asn Leu Ala 

275 280 285 

Gly Met Gly Gly Phe Pro Asn Leu Asp Ala Val Ser He Gly Ser Asp 

211 290 295 300 J 

212 Giy Thr Val Asp Pro Phe Ser Gin Leu Phe Arg Ala Thr Phe Val Gly 

213 305 310 , . 315 •- 320 . 

214 Val Glu Thr Gly Pro Phe Val Ser Gin Leu Leu Val Asn Ser Phe Thr 

215 f 325 330 335 

216 He Asp Ala He Thr Val Glu Pro Lys Gin Glu Thr Phe Ala Pro Asp 

340 345 350 

Leu Asn Tyr Met Val Asp Phe Asp Glu Trp Leu Asn He Gin Asn Gly 

355 360 . , 365 

Gly Pro Pro Ala Gly Pro Glu Glu Leu Asp Glu Glu Leu Arg Phe He 

.370 " 375 380 

Arg Asn Ala Arg Asp Leu Ala Arg Val Ser Phe Val Asp Asn He Asn 
385 390 . - 395 400 

Thr Glu Ala Tyr Arg Gly Ser Leu He Leu Leu Glu Leu Gly Ala Phe 

405 410 415 

Ser Arg Pro Gly He Asn Gly Pro Phe He Asp Ser Asp Arg Gin Ala 

420 425 _ 430 

Gly Phe Val Asn Phe Gly Thr Ser His Tyr Phe Arg Leu He Gly Ala 

435 440 445 

Ala Glu Leu Ala Gin Arg Ala Ser Cys Tyr Glh Lys Trp Gin Val His 
450 455 460 

232 Arg Phe Ala Arg Pro Glu Ala Leu Gly Gly Thr Leu His Asn Thr He 

233 465 470 .475 480 

234 Ala Gly Asp Leu Asp Ala Asp Phe Asp He Ser Leu Leu Glu Asn Asp • 

235 485 490 495 

236 Glu Leu Leu Lys Arg Val Ala Glu lie Asn Ala Ala Gin Asn Pro Asn 

237 
238 
239 
240 
241 
242 

243 545 550 

244 
. 245 
246 



217 
218 
219 
220 
221 
222 

223 385 
224 
225 
226 
227 
228 
229 
230 
231 



500 505 510 

Asn Glu Val Thr Tyr Leu Leu Pro Gin Ala He Gin Val Gly Ser Pro 

515 " 520 525 

Thr His Pro Ser Tyr Pro Ser Gly His Ala Thr Gin Asn Gly Ala Phe 

530 '535 540 

Ala Thr Val Leu Lys Ala Leu He Gly Leu Asp Arg Gly Gly Glu Cys 
545 550 555 560 

Phe Pro Asn Pro Val Phe Pro Ser Asp Asp Gly Leu Glu Leu He Asn 

565 570 575 

Phe Glu Gly Ala Cys Leu Thr Tyr Glu Gly Glu He Asn Lys: Leu Ala 



file://G:\Crf3\Outhold\VsrI840762A.htm 



11/28/01 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 11/28/2001 

PATENT APPLICATION :' US/09/840, 762A TIME: 12:17:41 

Input Set : N:\Crf3\RULE60\09840762A.RAW 
Output Set: N:\CRF3\11282001\l840762A.raw 



file://C:\Crf3\Outhold\VsrI840762A.htm 



11/28/01 



